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	Having a proper null model is crucial for population genetic modeling. This requires both accurate estimates of parameters, such as the population recombination parameter, and inference of a species' underlying demography. In this thesis, I explore ways of estimating the population recombination parameter from sequence data, and examine how different demographic models (<italic>e.g</italic>., ones including population structure and/or population size changes) affect patterns of sequence polymorphism. I then apply these results to current questions in human evolution. 


